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» The Integrated Infectious Pathogens Database (IPDB), developed by 3BIGS, is a centralized repository of infectious
disease pathogen genetic information. IPDB utilizes a unique approach by assigning an IPDB registration number
to each infectious pathogen gene, revolutionizing the management, retrieval, and sharing of gene data.
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3BIGS Approach

3BIGS primary objective of this case study is to showcase the key features and functionalities of IPDB and
highlight its significance in advancing infectious disease research, surveillance, and response. By examining the
integrated analysis tools and benefits of IPDB, we aim to demonstrate how this comprehensive database
empowers researchers, healthcare professionals, and policymakers in combating infectious pathogens effectively.
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SOFTWARE SERVICES

- Database Access and User Management:Develop and provide software services that allow users to access
and navigate the IPDB, including member registration, login functionality, and personalized user profiles. This
service ensures secure and controlled access to the database's resources.

- User Interface Development:Design and develop a user-friendly interface for IPDB, ensuring intuitive
navigation, efficient data retrieval, and seamless utilization of the database's features and functionalities.
Focus on creating a responsive and visually appealing interface that enhances the user experience.

- API Development and Integration:Build and maintain an application programming interface (API) for IPDB,
enabling users to integrate its functionalities into their own software applications. This service allows users to
leverage IPDB's genetic analysis tools and data within their existing research or surveillance systems.



SOFTWARE SERVICES

- Genetic Analysis Tool Integration:Integrate additional genetic analysis tools with IPDB to expand its capabilities
and cater to a broader range of infectious pathogens. This service involves developing interfaces and workflows
for seamless integration of tools such as Nextclade, Pangolin, and Muscle, ensuring they can be accessed and
utilized within IPDB.

- Data Visualization and Interpretation:Develop software services that enable users to visualize and interpret
the results of genetic analysis performed within IPDB. This may involve generating interactive visualizations,
such as phylogenetic trees, mutation heatmaps, or lineage distribution charts, to aid in understanding and
communicating complex genetic information effectively.

- Reporting and Exporting:provide software services that allow users to generate comprehensive reports
summarizing their genetic analysis results within IPDB. Enable customizable report templates and exporting
options to different file formats (e.g., PDF, Excel, CSV), ensuring flexibility and ease of interpretation for
researchers, healthcare professionals.



SOFTWARE SERVICES

- Training and Support:Offer training materials, tutorials, and documentation to assist users in effectively
utilizing IPDB and its software services. Provide dedicated customer support channels, such as email, live chat,
or a ticketing system, to address user queries, troubleshoot technical issues, and guide users in maximizing the
benefits of IPDB.

- Continuous Improvement and Updates:Regularly update and improve the software services provided with
IPDB based on user feedback, emerging research needs, and technological advancements. This includes
incorporating new analysis tools, enhancing performance and security, and ensuring compatibility with
evolving data formats and standards.



IPDB browsing and analysis

« You can download genetic information by clicking the View Details button.

« Click the Analysis button to start the analysis process, and check the analysis results on the Analysis Results Management screen.
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analysis start date 202

Analysis completion date 2 28372
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