Health Care




MUNHON

» The healthcare-react platform was developed by a team of experienced software engineers and
bioinformaticians. The team has a deep understanding of NGS data analysis and they are experts in
using cloud computing to accelerate the analysis process.



CLIENT

« National Cancer center (NCC)
o Korea Disease Control and Prevention Agency
o Korea Health Industry and Development Institute

e South korea

> NCC is using 100 to 200 samples every day for analysing the data.
> 3BIGS uses the platform for internal research and Development purpose.
> Easily deployed in Amazon Web Services (AWS) and Google Cloud Platform (GCP)



3BIGS Approach

» The company used the healthcare-react platform to analyze the NGS data. The platform was able to
perform both basic and advanced analysis, and it was compatible with all available sequencing

platforms. The company was able to quickly and easily analyze the data, and they were able to identify
potential drug targets.



3BIGS Approach

Resources

~
PostgreSQ)l_ Spqﬁzz +Hadoop - AWSRDS

1 !

2001 django FRIESHE

framework

Business logic

Back-End server

User interface

Front-End server
"
4
P




SOFTWARE SERVICES

Customization of the platform to meet specific needs
Integration with other software systems

Training on how to use the platform

User-friendly interface

Compatibility with all available sequencing platforms

Support for different data input formats



SOFTWARE SERVICES

Integration with more than 8 publicly available databases

Cost-effective: services can be cost-effective, as they can help researchers to avoid the need to purchase
expensive hardware and software.

Parallel Processing and Work Flow Management

High-level cloud computing environment : The company can also provide cloud-based computing services
for NGS data analysis. This allows researchers to access powerful computing resources without having to
invest in their own hardware.

Ability to perform both basic and advanced analysis



SOFTWARE SERVICES

Ability to build custom pipelines

Data analysis pipelines: The company can develop custom data analysis pipelines for specific NGS projects. These pipelines
can be used to identify genetic mutations, analyze gene expression, and perform other types of NGS data analysis.

Data visualization: The company can also develop data visualization tools that can be used to display NGS data in a clear and
understandable way. These tools can be used to create interactive plots, graphs, and other visualizations that can help
researchers to understand their data.

Reporting and Exporting:Provide software services that allow users to generate comprehensive reports summarizing their
genetic analysis results. Enable customizable report templates and exporting options to different file formats (e.g., PDF, Excel,
CSV), ensuring flexibility and ease of interpretation for researchers, healthcare professionals.

Integration with HUBIO platform
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